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CLAIMS 

1. HlV-^xVetgrovirus or variance of this virus, 
which retrovi^tfs ftcte^±nt$ctious properties with respect 
to human T4 lymphob^rte^and the essential morphological 
and immunological ^pxpperties of any of the retroviruses 
deposited at trfte CNCy under n* 1-502, 1-532, 1-642 and 
1-643. 

2. The purified /retrovirus of claim 1 which 
possesses the following properties : 

- the preferred target for tlie HIV-2 retrovirus consists 
of human Leu 3 cells (or T4/ lymphocytes) and for perma- 
nent cell lines derived of said T4 lymphocytes ; 

it is cytotoxic for the puman T4 lymphocytes which it 
infects 

- it has a reverse transcriptase activity which requires 

2+ / 

the presence of Mg ions/ and has a strong affinity for 
poly adenylate ol igodeoxy t^ym^fyT^te (poly (A) -oligo(dT) 
12-18) 

it has a density of jkpprq^imately' 1.16 in a sucrose 
gradient ; 



of\ 140 nanometres and a core 
metres ; 

manent cell lines expres- 



it has a mean diameter 
having mean diameter of ji 1 ri 

it can be cultivate^ in 
sing the T4 protein ; 

- it is not infectious /in T8 lymphocytes ; 

the lysates of thiis virus contain p26 protein which 
does not crossreact immunologically with p24 protein of 
the HTLV-1 virus or of / the HTLV-2 ; 

- said lysates fur -her contain p-16 protein which is not 
recognized immunologically by p19 protein of HTLV-1 or 
of HTLV-2 in radioimmpnoprecipitation assays ; 

said lysates furthfer contain an envelope glycoprotein 
having a molecular weight of the order of 130,000- 
140,000 which does/ not crossreact immunologically with 
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gp110 of HTLV-1 retrovirus ; 

- said lysates further/ contain a molecule which can be 
labelled by 35 S-cystiin, having an apparent molecular 
weight of about 36,000/; 

- the genomic RNA of/ HIV-2 hybridizes neither with the 
genomic RNA, nor with /the ENV qene, nor with the LTRs of 
HIV-1 under stringent/ conditions ; 

- the genomic RNA of/ HIV-2 hybridizes weakly under non- 
stringent conditions with nucleotide sequences of the 
C'AS region of the HIV-1 genome. 

3. The retrovLro^ of claim 2 whose lysates 
also contain a mdleciLle .hVving an apparent molecular 
weight of 42 , 000-45 JOOO / A • , 

4. The tetr Dvirufe of yany of claims 1 to 3 , 
wherein the nuclebtid lc j eVu-efice of its genomic RNA 
which comprises |he R r<gion and the U3 region also 
comprises a nucleatidid sequence which corresponds with 
the following nuclieotide\sequence : 



GTGGAAGGCGAGACTGAAAGCAAGAGGAATACCATrTAGTTAAAGGACAG 

GAACAGCTATACTTGGTCAGGGCAGGAAGTAACTAACAGA^ 

ACTGCAGGGACmtCAGAAGGGGCTGTAACCAAGGG^ 

GAGCTGCTGGGGA^CGCXTCATATTC 

CATTCTACTTCAGTCGCTCTGCGGAGAGGCTGGCAGATTGAGCCCTGGAXj 

_ccagc^cttggc^ggtcx:tgc^gacggcxccacgc 
• accttccttaat^gctgcagtagaagca 



10 
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5. The retrovirus oi anyone of claims 1 to 4 
whose genomic RNA also contains a GAG sequence which 
corresponds with the fol lowing /nucleotide sequence : 
GAGRODD . 

atgggcgcgagaaactccgti;itcaga6guaaaaaagcagatgaa 
ttagaaagaatcaggttacggcccggcggaaagaaaaagtacagg 



CTAAAACATATTGTGTGGGCAGCGA£TAAATTGGACAGATTCGGA 
100 . 

ttagcagagagcctgttggagtca/aagagg.g'ttg^tcaaaaaatt 



15 



20 



cttacagttttagatccaatggtaccgac/aggttcagaaaattta 

200 

AAAAGTCTTTTTAATACTGTCT^CGTC^TTG^^GC^TAp^CGCA 

GAAGAGAAAGTGAAAGATACT^AAGGAQCAAAA/CAAATAGTGCGC 

3100 J 

agacatctagtggcagaaaca'ggaactgcNajjagaaaatgccaagc 



25 



ACAAGTAGACCAACAGCACOATCTAGCGAGAAGCGAGGAAATTAC 

400 

CCAGTGCAACATGTAGGCCfGCAACTACACCCATATACCGCTGAGT 

• ■•/.•" * • 

/ s 

CCCCGAACCCTAAATGCGfTGGGTAAAATTAGTAGAGGAAAAAAAG 



30 



TTCGGGGCAGAAGTAGT/GCCAGGATTTCAGGCACTCTCAGAAGGC 
500 

TGCACGCCCTATGATA/rCAACCAAATGCTTAAXXUTGIGGGCGAC 



35 



CATCAAGCAGCCATGjCAGATAATCAGGGAGAITATCAAJGAGGAA 
601 

GCAGCAGAATGCGASGTGCAACATCCAATACCAGGCCCCTTACCA 



GCGGGGCAGCTTA.GAGAGCCAAGGGGATCTGACATAGCAGGGACA 

700 . . 

ACAAGCACAGT AGAAGAACAGATCCAGTCGATGTTTAGGCCACAA 
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AATCCTCTACCAGTAGCAAACATCT^TAGAAGATGGATCCAGATA 

600 

GGATTCCAGAAGTGTGTCAGGATg£aCAACCCGACCAACATCCTA 



CACATAAAACAGGCACCAAAGGAg/cCGTTCCAAAGCTATGTAGAT 

900 

acattctacaaaagcttgagggc/agaacaaacagatccagcagtg 
aagaattggatgacccaaacacffgctagtacaaaatgccaaccca 



gactgtaaattagtgctaaaagSgactagggatcaaccctacctta 
1000 

GAAGAGATGCTGACCGCCTG!DfCAGG6€GTAX;GTGGGCCAGGCCAG 




GAAAGGCATTTAAA 



ACT( GUCAAGACAATGCCGA 



AAAGCTAGATTAATGGCAGAjGGCqfCTGAAAGAGGTCATAGCACCT 

1101 

GCCCCTAICCCATTCGCAGdAGCOCAGC 

• • / 

TGCTGGAACTGTGGAAAGGAAGGG 
• / • 

GCACCTAGAAGGCAGGGC/TGCTGGAVkGTdTGGTAAGCCAGGACAC 

• * / * \ / *' • 

ATCATGACAAACTGCCC^GATAGACAGGCACGTTTTTTAGGACTG 

1300 

ggccctt ggggaaagaIgccccgcaacttccccgtggcccaagtt 

• • / • • • 

ccgcaggggctgacagcaacagcacccccagtggatccagcagtg 




GATCtACTGGAGAA^TATATGCAGCAAGGGAAAAGACAGAGAGAC 
1400 

CAGAGAGAGAGACCJATACAAGGAAGTGACAGAGGACTTACTGCAC- 



GTCGAGCAGGGGGAGACACCATACAGGGAGCCACCAACAGAGGAC 
ISfOO 



TICCICCACCTCAATICTCTCTTTGGAAAAGACCAG 



71 

6. The retrovirus of /anyone of claims 1 to 5 
whose genomic RNA contains an EMV sequence which cor- 
responds with the following nuc/eotide sequence : 
ENVRH 



10 



ATGATGAATCAGCTGCTTATTGCCATTTJTATTAGCTAGTGCTTGC 
TTAGTATATTGCACCCAATATGTAACTGTTTTCTATCGCCTACCC 



A CGTGGAAAAATCCAACCATTCCCCTC TTTTCTGCAACCAGAAAT 
100 

AGGGATACTTGGGGAACCATACAGfGCTTGCCTGACAATGATGAT 



15 
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25 
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TATCAGGAAATAACTTTGAATGT4 

200. 



ACAGAGGCTTtTGATGCATCG 



TTCGAGACATCAATAAAACCAyCTCTCAA.. 

300 



AATAATACAGTAACAGAACAAG^A^TAGAAGfkTGTCTGGCyTCTA 

CTAACdTCCTTTATGT 

GTAGCAATGAAATGCAGCAGjfcAC/GAGAGiCAGCACAGGGAACAAC 

ACAACCTCAAAGAGCACAAjGCACAACc/cAACCACACCCACAGAC 

^ . .400 

CAGGAGCAAGAGATAAGTyGAGCATACTCCATGCGCACGCGCAGAC 
AACTGCTCAGGATTGGGAGAGGAAGAAACGATCAATTGCCACTTC 



AATATGACAGGATTAG/AAAGAGATAAGAAAAAACAGTATAATGAA 
500 

acatcgtactcaaaa'gatgtggtttgtgagacaaataatagcaca 



35 



aatcagacccagtgttacatgaaccattgcaacacatcactcatc 
acagaatcatgtgacaagcactattggcatgctaiaaggtttaga 



tactgtgcacc^ccgggttatgccctattaagatctaatgatacc 

— . 700 

AATTATT CAGCCTTTGCACC C AACTGTT CTAAAGTAGTACCTTCT 
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ACATGCACCACGATGATGCAAACCpAAACTTCCACATGGTTTGGC 

800 

TTTAATGGCACTAGAGCAGAGAAf AGAACATATATCTATTGGCAT 



GGCAGAGATAATAGAACTATCA^fCACCTTAAACAAATATTATAAT 

900 

CTCAGTTTCCATTGTAAGAGGCfcAGGGAATAAGACAGTGAAACAA 



ATAATGCTTATGTCAGGACATCTGTTTCACTCCCACTACCAGCCG 
• • / • • , 

ATCAATAAAAGACCCAGACA4GCATGGTGCTGGTTCAAAGGCAAA 
1000 

TGGAAAGACGCCATGCAGGA/GGTGfAAGACCCTTGCAAAACATCCC 



AGGTATAGAGGAACCAATGKCACA'AG^GAAJdrTTAGCTTTGCAGCG 

110/0 

CCAGGAAAACGCTCAGACCCAGAAGTAGCATACATGTGCACTAAC 



IGCAGAGGAGAGTTTCTGTACTCC 

• / • 

TGGATAGAGAATAAGACfACACCGCAATTATGCACCGTGCCATATA 



ACATGACTTGGTTCCTCAAT 
1200 



AAGCAAATAATTAACA£ATGCCATAAGGTAGGGAGAAATCTATAT 

1300 

TTCCCTCCCACGGAAfcGGGAGCTGTCCTGCAACTCAACAGTAACC 
• •/ • • • 

AGCATAATTGCTAACATTGACTGGCAAAACAATAATCAGACAAAC 



ATTACCTTTAGTGqAGAGGTGGCAGAACTATACAGATTGGAGTTG 
1400 

GGAGATTATAAAT|TCGTACAAATAACACCAATTCCCTTCGCACCT 

• • . - 
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ACAAAAGAAAAAAGATACTCCTCTqfCTCACGGCAGACATACAAGA 
1500" 

GGTGTGTTCGTGCTACGGTTCTTG/gGTTTTCTCGCAACAGCAGGT 



TCTGCAATGGGCGCTCGAGCGTgCCTGACCGTGTCGGCTCAGTCC 

1600 



CGCACTTTACTGGCCGGGATAGfTGCA 




CAACAGCTGTTG 



TGACCGTCTGG 
1700 



GACGTGGTCAAGAGACAACAA/GAJ 

• » I/ 

GGAACGAAAAACCTCCAGGCjAAQAGTCACT^CTATAGAGXAGTAC 

• \ / • 

ctacaggaccaggcgcggc/taaattcatggcgWc^ccgtttaga 

1800 

CAAGTCTGCCACACTACTfcTACfiATGGGTTAATGATTCCTTAGCA 
CCTGACTGGGACAATATGACGTGG CAGGAATGGGAAAAACAAGTC 



CGCTACCTGGAGGCAA^TATCAGTAAAAGiiTAGAACAGGCACAA 
1900 

attcagcaagagaaaAatatgtatgaactacaaaaattaaatagc 



TGGGATATTTTTCGjCAATTGGTTTGACTTAACCTCCTGGGTCAAG 

2000 

TATATTCAATATG/GAGTGCTTATAATAGTAGCAGTAATACCTTTA 



AGAATAGTGATAjTATGTAGTACAAATGTTAAGTAGGCTTAGAAAG 

2100 



GGCTATACGCC/rGTTTTCTCTTCCCCCCCCGGTTATATCCAACAG 
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ATCCATATCCACAAGGACCGGGGAyAGCCAGCCAACGAAGAAACA 

2200 

GAAGAAGACGGTGGAAGCAACGGf GGAGACAGATACTGGCCCTGG 
• / • • 

ccgatagcatatatacatttcc/gatccgccagctgattcgcctc 

ac ttactatccaggagc 

\ • • 

TTCCTGACUCTCCAACTCA^TAC^CAGAATCTCAGAGACTGGCTG 

TGGATCCAA 

GAAGCATTCCAGGCCGCjfcGfcGAGdGCTACAAGAGAGACTCTTGCG 



TTGACCAGA CTA TACAGCA 
2300 



rch 



AGACTTAGAACAGCCTTC J!! 

2400 



GCAA 




GGCGCGTGCAGGGGC^GTdGAG/GGTATTGGAACGAAICGGGAGG 

\zAoo 

ggaatactcgcggt/ccaagaacgatcagacagccagcagaaatc 



GCCCTCCTGTGAGJgGACGGCAGTATCAGCAGGGAGACTTTATGAA 

2600 

tactccatggaa/ggacccagcagcagaaagggagaaaaatttgta 



CAGGCAACAAaATATGCA 
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7. The retrovirus Jf anyone of claims 1 to 6 
whose RNA virtually hybridizes/neither with the ENV gen e 
and the LTR close to it, particularly with the nucleoti- 
de sequence 5290-9130 of «l//l^ nor' with the sequences 

5 of the £01, region of the HlvVj g&noJ, particularly with 
the nucleotide sequence 21 7rf-\2 2io of HIV-1. 

8. A composition aomftrj/sing at least one anti- 
gen, particularly a protein/or glycoprotein of HIV-2 vi- 
rus according to anyone of /claims 1 to 7 . 

10 9 - The composition of claim 8 which consists 

of total extract or lysat/ of said retrovirus. 

10. Tne composition of claim 8 wherein said 
antigen consists\ of at least one of the internal core 
proteins of said Virus, particularly P 12, P 16 and P 26, 

15 which have appare^-inoJecular weight of the order of 
1 2 , 000 , 16, 000 

U/r The composition of claim 8, characterized 
in that (t contain^ aWuo^lycoprotein having an ap- 
parent molecular weigfcC \>f abokt 130,000-140,000. 

12. An anWgenwfiich provides a single bound 
in electrophoresis oA aXlyacrylamid gel which compri- 
ses, in common with)(one\ of the purified antigens of 
HIV-2 retrovirus, A epitope that is recognized by the 
serum of a carrier/of antibod\ against HIV-2. 

13. y purified antigen having the immunologi- 
cal characteristics of one of t\e following proteins or 
glycoproteins of HIV-2 : p 1 2 , p\ 6 , P 26, P 36, P 42 and 
gp140. 

14. An antxgerAof claim 13~ which has the 
30 following aminoacid seq^ or a part ^ said sequence 

recognized by anti-pl2 a£t/ib£a±^s : 



20 



25 
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lariLysAlaPljeLyg 



CysTrpABn'CysGlylyaCTuClyHisSer/laArgClnCysAri 

.121 

AlaProArgArgGlnCljCysTrpLysC/sGlyLysProGlyHi* 

• • • / • • 

IleMetThrAsnCysProA'spArs.GlllAlaGlyPheLeuClyLett 



GlyProTrpGlyLysLysProArs/snPbfeProValAlaClnVal 



ProGlnGlyLeuThrProTbrAIaPro 




AspLeuLeuGluLysTyrlleiGlnGlijGlyyysArsGlnArsGlB 
1400 

GlnArgCluArgProTy^ysGluValVfTrGluAspLeuLeuHis 

• / • • • . 

LeuGluGlnGlyGluMirProTjrArsCluProProThrGluAsp 

r * • • 

nSerLeoPbeClyLysAspGln 



rso 

LeuLeuEisLeuA 
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15. An antigen 6f .claim 13 which has the fol- 
lowing aminc^acid sequence or a part of said sequence 
recognized by anti-p16 antibodies : 

MetClyAlaArgAsnSerValLfcuArgGlyLysLysAlaAspGla 

r • * / * * • 

LeuCluArglleArgLeuArgf roGlyGlyLy sLy sLy jTyrArg 

* * / m y — \ • • 

LeuLysHisIleValTrpAyaAlaAsn^sLetMspArgPlifrGly 



10 



15 



20 



100 



/200 

Ly sSerLeuPhcAsnTarValCyBttal 



LeuAlaGluSerLeuLeutfluScrLVefi luGl yCy sGL^Lys! le 



LeuTbrValLeiiAspPrtfMetValPlrtJTErGlysirGluAsnLeii 



ClelrpCysIleEisAla 



GluGluLysValLys^spThrGluGI^AlaLysGlnlleValArg 

300 

ArgHisLeuValAUGluThrGlyThrAlaGluLysMetProScr 

• / • • • » 

ThrSerArgProTyfcrAlaProSerSerCluLysGlyGlyAsxiTyr 

400 
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16.^ An antigen ok claim 13 which has the fol- 
lowing aminoacid sequence/ or a part of said sequence 
recognized by anti-p26 antibodies : 

ProV«lClBHi«7*lClyClfyA«nTyrTlirHiiIleProLeuSer 

• •• /•'•• • 

ProArgTlirLenAsaAlayrpValLysLeuValGloGluLysLyr 

* L • • • 

PheGlyAlaGluValValfcroClyPheGlnAlaLeuSerGluGly 

500 • / 

CysThrProTyrAspiyeAsnGlnHetLeuAsncJsValGlyAsp 

EisGlnAlaAlaHetG/l^lelleAr-GlallelleAsnGluClo 

| % 

AlaAlaGluTrpAsJv^lGUHisPAolieProGlyTroLeuPro- 



AlaGlyGlnLeaAxreG 



ThrSerThrValc/luG 



uProAri 



iejA^p I 1 eA 1 aG 1 yThr 



700 



uGlallfeGlnTrpHetPheArsProGln 



AanPPo7alP.rJvalGAA.al/eIyrArgAr6TrpIleClnIU 



800 



ClyLeuGlnLysCysValAr-MetTyrAsnProThrAsnlleLe; 
AspIleLysdlaCiyProLjsGluProPbeGlnSerTyrValAsp 
Ar 8 PheTyLy 8 SerLeuArgAlaGluGlnThrAspProAla7U 
LysAsnTypMetTbrGlnThrLeuLeoValGlnAsnAlaAsnPro. 



•/• • 

AspCysyysLeaValLeuLysGlyLeuGlyMetAsnProThrLeu 

aooo 

CluGlufHetLeuTarAlaC^GlnGlyVarGlyClyProClyCU 

LyaAl/aArgLenHerAlaClaAlaLeaLj^CluVriUeGlyPr; 

/ *~ 1100 
AlaP,roIleProPbeAlaAlaAlaClnCU " 



10 



15 



20 



25 
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17. An antigen of /claim 13 which has the fol- 
lowing aminoacid sequence / or a part of said sequence 
recognized by anti-gp140 antibodies : 
ENVES 

UetlietAsnClnLeuLeuIleAlalAeLeuLeuAlaSerAlaCyi 

• • / . . 

LeuValTyrCysTbrGlnTyrVayrhrValPheTyrGlyValPro 

/ • 

ThrTrpLysAsnAlaThrlleP^oLeuPheCysAlaThrArgAsn 
100 

ArgAspTbrTrpClyTbrlleCilnCysL^oexoAspAsnAspAsp 

• * / I * 

TyrGlnCluIleThrLeuAs^Val^brGluAl^PheAspAlaTrp 

201 

AsnAsnThrValThrGluG/lnAljflleGluAspValTrpBisLeu 

• •* / 

PbeGluThrSerlleLy^roCyfs ValLyJ 

ValAlalietLysCysS^rSerTb 

• •/ \* / • • 

TbrTbrSerLysSer^hrSerTbr^h^rbrTbrTbrProTbrAsp 

400 

GlnGluGlnGluIl4SerGluAspThrProCysAIaAr>AlaA S o 

• / • • . 

AsnCysSerGlyyeuGlyGluGluGluThrlleAsnCvsGinPhi 

* / • • . 

As nlletThrGHLeuGluArgAspLysLysLysGlnTyrAsnClu 




500 



30 



ThrTrpTyrSyferLysAspValValCysGluTbrAsnAszSerT 



nr 



35 



AsnGlnTbtrGlaCysTyrlietAsnEisCysAsoTbrSerTalllt 



600 



ThrGlusirCysAspLysEisTyrTrpAspAlalleArgPheArt 

TyrCys^laProProGlyTyrAlaLeuLeuArgCysAsnAspTbr 

/ -700 
AsnTy/rSerClyPbeAlaProAsnCysSerLysValValAlaSer 
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TbrCysThrArgMetMctCluThrplnTbrSerThrTrpPheGly 

800 

PbeAsnClyTbrArgAlaGluAsjiArsTbrTyrlleTyrTrpHif 



GlyArgAspAsnArgTbrllelJ eSerLeuAsnLy*TyrTyrAsn 

900 

LeuSerLeuHisCysLysArgfroGlyAsnLysThr ValLysGln 



IleMetLeuMe tSerGly.Bi* ValPheHisSerEisTyrGlnPro 



I 1 eAsnLy sAr gProArgCAnAl 



1000 




sTrpPbeLysGlyLya 



TrpLysAspAlaMetClnClij/ValLysTbrLeuAlaLysHisPro 

• • / 1 

AxgTyrArgGlyTbrAsihAsteThrArg//\snIleSerPheAlaAla 

100 7 

ProGlyLysGlySerY«pProCluVyiAlaTySlietTrpThrAsn 

• -1 \ 1 • ■ 

CysArgGlyGluPh^euTyi\Cy^AsnHctThrTrpPbeLeuAsn 

• liuO 

TrpIleGluAsnL^sTbrHisArgAsnTyrAlaProCysEisIle 



LysGlnllelle^snTbrTrpEisLysValClyArgAsnValTyr 

1300 

LeuProProAr^GluGlyGluLeuSerCysAsnSerThrVa IThr 



Serl lelleAlaAsnlleAsjTrpGlnAsnAsnAsnG InThrAsn 



IleThrPheSerAlaCluValAlaGluLeuTyrArgLeuCluLea 



1*00 



ClyAspTyfLyfiLcuTalGlttlleThrProIleGlyPbeAlaPro 
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ThrLysCluLysArgTyrSer^erAlaHisGlyArgRisThrArg 
1500 

ClyValPheValLeuGlyPhe^euClyPheLeuAlaTbrAlaGly 



SerAlalle tGlyAlaArgAl/aSerLeuThrVa lSerAlaGloSer 

1600 

ArgThrLeuLeuAlaGlylA eValGlaG InGlnGlnG InLeuLeu 

• / • • • 

AspVal ValLxsArgGlnfc InG luLeuLeuArgLeuTbrVa ITrp 

,700 

GlyThrLysAsnLeuGlfcAlaArg/^alThrAralleGluLysTyr 

/ • / • • 

LeuGlnAspGlaAlaAfrgLeuAinSerTrpG lyCysAlaPheArg 

• • / • 

GlnValCysHisTbrffhrVall roTrpVi 



ProAspTrpAspAsjhKetThr" 



ArgTyrLeuCluAAaAsnXleS 




rpGlaQluTrpGluLysGlnVal 
S e r LYuC iu G In A 1 aG in 



1900 

IleGlnClnClutysAsnMetTyrG luLeuG InLy sLeuAsnSer 

/ • • • 

TrpAspIlePhJbGlyAsnTrpPheAspLeuThrSerTrpValLys 

2000 

TyrlleGlnTfcrGlyValLeuIlelleValAlaVallleAlaLeu 



ArglleVal^leTyrValValGln-ie tLeuSerArgLeuArgLys 

2100 

GlyTyrAriFroValPheSerSerProProGlyTyrlleGlnGln 
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IleEisIleEisLysAspArgClyG^nProATaAsnCluGluThr 

* . 2200 

GluGluAspG lyGlySerAsnC ly£ lyAspArgTyrTrpProTrp 



Pro I leAlaTyr II eE isPheLefuIl eArgGlnLeuI leArgLeu 



LeuTbrArgLeuTyrSerlleyysArgAspLeaLeuSerArgSer 
2300 

PbeLeuThrLeuG InLeu 1 1 j^Ty rG InAs nL>aArgA spTr pL£U 



ArgLeuAr gTbrAlaPbeLjeuG In/yrG lyCysGluTrpIleGln 
2400 

GluAlaPheG InAlaAla^laAr/gAl aTt/rXrgGluThrLeuAla 



GlyAlaCysArgGlyLqfuTrpAfrgVa ll/euC^Ar^i eG lyArg 

500 

GlylleLeuAlaVa UroArgAlrgl l^ArgGlnGlyAlaGluIlc 



AlaLcuLeu***Gl^TbrAlaValSerAlaCIjArgLeuTyrClu 

■ • * 

2600 

TyrSerHetCluGAyProSerSerArgLysClyGluLysPheVil 




25 
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18. A method for thrf in vitro detection of the 
presence of antibodies against anti-HIV-2 in a bio- 
logical liquid, such as a ierum, more particularly for 
the jp vitro diagnosis of a footerfOfcl or existing LAS or 

5 AIDS caused by HIV-2 typrf r^trdvilruL which comprises 
contacting a serum or othfer feiojtogi/al medium from the 
person to be diagnosed with A composition according to 
anyone of claims 8 to 11 ofr with an antigen according to 
anyone of claims 12 to h, detecting the immunological 
10 conjuguate possibly formed between said anti-HIV-2- 
antibodies and the antigen or antigens used. 

19. The method of claim 18 which comprises 
achieving the detec^^nrof^said immunological conjuguate 
by reacting saidr imAuno^gi^l conjuguate possibly for- 

15 med with a labelled rda^nt f^imed either by human anti- 
immunoglobulin-antibodVesA^r of a bacterial A protein, 
and by detecting the^x^mple\e formed between the reagent 
and said immunological conjuguate. 

20. Kit for the detection of anti-HIV-2-anti- 
20 bodies in a biological fluid/ particularly of a person 

possibly carrying such antibocjifes, which comprises : 

a composition dxlch ks defined in anyone of 
claims 8 to 1 1 or an antic/eA siAh a^def ined in any of 
claims 12 to 17 ; and / / / 

- means for dAec\fc>Tig the immunological com- 
plexe resulting from ther immunological reaction between 
the antigen and said biological fluid. 

21. The Xsit of claim 21, whose means for de- 
tecting the immunp^g^ca). complexe formed comprises hu- 
man anti-immunoglobuliVrs\^or^ protein A and a means for 
detecting the compleAp-^ormed between the anti-HIV-2 
antibodies contaiiTgSin th\detected immunological con 
juguate . 

22. Immunogenic /compositions containing an 
35 envelope glycoprotein of H^-//Wtrovirus , such as g P 140 



• 
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of said retrovirus, or paz£ of said glycoprotein, in 
association with a pharmacexitically acceptable vehicle 



appropriate for the consti/tu 
against HIV-2 

23. The composij£io 
at least part of an imm/noge 
the proteic backbone having 




vaccines effective 



la>m 22 which contains 
ycoprotein comprising 
lowing sequence : 
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ENVRH 



MetHctAsnGlnLeuLeuIleAlall/LeuLeuAlaSerAlaCyf 



LeuValTyrCysTbrGloTyrVa l/hrVa IPheTy rC lyVa IPro 



ThrTrpLysAsnAlaTbrlleP/oLeuPheCysAlaThrArgAsa 
100 

ArgAspThrTrpGlyThrliyGlnCysLeuProAspAsnAspAsp 

• • / • • • 

TyrGlnGluIleThrLeuysnValThrGluAlaPheAspAlaTrp 



AsnAsnThrVa lTbrGLuG InAla^l eQluAspVa ITrpHisLeu 



PbeGluTbrSerlleLysPxo^ysVa lLy sLeuTbrPr oLeuCya 

300 

ValAlalletLysCysSerSeArThrGlKiSerScrThrGlyAsnAsn 



TbrThrSerLyBySerThrS*rThrThr\rhrThrfbrProTbrAsp 



400 



GlnGluGlnGIuIleSerGluAsjSTbrProCysAIaArsAlaAsp 



AsnCysSeryClyLeuGlyGlVpauGluThrlleAsnCvsGlnPbe 



AsnHe tTJSrGlyLeuGluArgAspLy sLy sLy sGlnTyrAsnClu 
500 

ThrTrp/TyrSerLysAspValValCysGluThrAsnAscSerThr 



AsnGynThrClnCysTyrKetAsnEisCysAscThrSerValllc 
600 

ThrfiluSerCysAcpLysEisTyrTrpAspAlcIleArgPheArg 



TyyirCysAlaProProGlyTyrAlaLeuLeuArgCysAsnAspTbr 

- 700. 
/snTyrSerGlyPheAlaProAsnCysSerLy*ValValAlaSer 



• 
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ThrCysThrArgMetMetGluThrGlq/TtarSerThrTrpPheGly 

800 

PheAsnC lyThrArgAlaGluAsnA/gThrTyr IleTyxTrpHii 



GlyArgAspAsnArgThrll ell ^SerLeuAsnLysTyrTyrAsn 

900 

LeuSerLeuEisCysLysArgP/foGlyAsnLy sThrValLy sGln 



IleHetLeuMetSerGlyBUValPheHisSerEisTyrClnPro 
I leAsnLy sArgProArgCplnAlajlrpCyE^rpPheLysG lyLy» 

»uAl aLysHisPro 
eSerPbeAlaAla 



1000 

TrpLysAspAlaMetG liiG luV/a lLysThr/ 





AxgTyrArg 5 lyThr^snAspThrArgA 

110 

ProGlyLy sG lySeiAspPrfoG lu Va lAl aTy rBTtTrpThrAsn 

• / • • / • t 

Cy sArgG lyGlu^beLeuT yrCy senile t Thr TrpPheLeuAsn 

liuO 

TrpI leG luAs&Ly sThrEikA/gAsnTy rAlaProCy sEisI le 

• I • • • • 

Ly sGlnl le YleAsnThr TrpEisLy sTa lClyArgAsnVa lTyr 

1300 

LeuProP rafArgGluGlyGluLeuSerCy sAsnSerThrVa IThr 

• / • • • • 

SerllelleAlaAsnlleAspTrpG lnAsnAscAsnG In Thr A so 

I • • • • 

IleThr^heSerAl aG luValAl aGluLeuTy zArgLeuGluLeu 

14U0 

GlyAsfcTyrLysLeuValGluIlelhrProIleGlyPheAlaPro 
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ThrLysCluLysArgTyrSerSerAlaRi^C lyArgHisTbrArg 
1500 

ClyValPbeValLeuGlyPbeLeuGlyyfrheLeuAlaTbrAlaCiy 



SerAlaKetClyAlaArgAlaSerL/uThrValSerAlaClnSer 

1S0A 

ArgTbrLeuLeu MaGlylleValClnGloGlnGlnG InLeuLeu 



AspVal ValLxsArgGluGlnfiluLeuLeuArgLeuThrVa lTrp 

• • / \ 

GlyTbrLysAsnLeuGliiAIaAr^va lThs 



1700 

:AlaI leGluLysTyr 



LeuGlnAspGlaAlaArgfLeuf scSerTrpG lyCy sAlaPheArg 

1800 

GlnValCysEisTbr^hrVaiProTrp'VaylAsnAs pSerLcuAla 

• / i J * — ^ • 

P r oAs pTrpAs pAsAtte tTbrTr pGlnC luTrpG luLy sGlnVal 



ArgTyrLeuCluAlaAsal 



1900 



eSerLysSerLeuGluGlnAlaGin 



IleGlnGlnClfuLysAsnMetTy rC luLeuG InLy sLeuAsnSer 



TrpAspIle/beG lyAsaTrpPbeAspLeuTbrSerTr? ValLys 

2000 

TyrlleGVflTyrClyValLeuIlelleValAlaVallleAlaLeu 



ArgIle^alIleTyrValValGln!ictLfiuSerArgLeuArgLy$ 

2100 

ClyTyfrArgProValPheSerSerProProGlyTyrlleClncln 
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IleEisIleEisLysAspArsClyClnP/oAlaAsnCluGluTbr 

2200 

CluGluAspGlyGlySerAsnG lyGl/AspArgTyrTrpProTrp 

• • • / • • 

ProIleAlaTyrlleHisPheLeulA eArgGlnLeu! leArgLeo 



LeuTbrArgLeuTyrSerll eCy^ArgAs pLeuLeu SerArg Se r 

lArgAspTrpLe« 



2300 

PbeLeuTbrLeuClnLeuIleTfy rGln 



ArgLeuArgThrAlaPbeLe/iG lnTy 



2400 



GluTrpIleGln 



GluAlaPheGlnAlaAlaf laArgAlaTbrAr/gG\uTbxl^uAla 



GlyAlaCysArgGiyL^uTrpArgV^lleuG/luArglleGlyArg 

2500 

GlyllcLcuAlaValJroArgArglltArsfGlnGlyAlaCluIle 



AlaLeuLeu***G/yTbrAlaValSerAlaGlyArsLeuTyrGlu 

2600 

TyxSerMetG luGlyProSerSerArgLysG lyGluLysPheVai 




GlnAlaThrLjfsTyrGly 



10 



15 



20 



25 
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24. The immunogenic composition of claim 22 or 
of claim 23 which is dosed in antigen in order to enable 
the administration of a dosage-untft of 10 to 500, parti- 
cularly from 50 to 100 pg/kg of bbdyweight. 

25. Monoclonal antibody characterized by its 
ability to specifically recofgnize one of the antigens 
according to anyone of claims /1 4 to 17. 



26. The secreting l/ybri 
antibody of claim 25 

27. Nucleic aci^s, o 
ved of part at least of fVNA o 
its variance. 

28. The nucleic a 
tains at least part eft the 
the entire genomic RN£ of HIV 

29. The i/ucleic a 
tains the nucleotide sequence 

GTGG AAGGCG AG AC' 




of the monoclonal 

ly labelled, deri- 
virus or of one of 



im 27^/which con- 
:DNA wMich^eorfes ponds with 
-2 retrovirus. 

f claim 27, which con- 



SAAAGCAAGAGGAATACCATTTAGTTAAAGGACAG 

GAACAGCTATACT^TCAG 

ACTGCAGGGACTTOCCAGAAGGGGCTGTAAC 

GAGCTGGTGGGG^CGCCTCATATTCTC 

C^TTCTACTI^GTCGCTCra 

gatctctcca^ctac^cggatga 
/gccgctgctgc^^ 
• accttccttaataaagctgcagtagaagca 



10 



15 
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30. The nucleic acid dt claim 27, which con- 
tains a nucleotidic sequence codyhg for at least part of 
the aminoacid sequence indicate/ hereafter 
GAGROOn N 

MetGlyAlaArgAsnSerValLeuirgGlyLysLysAlaAapGla 

• / . - • . 

leuGluArglleArgLeuArgPfroGlyGlyLysLysLysTyrArg 

• • / - . . 

leatxsHisIleValTrpA^AlaAanXjsLeuAspArgPheGly 

lerLy^GluGlyCysGlnLysIle 
leoThrValLeuAspP^oM^tVa lProThrGlySerGluAsnLeu 

_/v * / • 

lCysyallleTrpCyallenisAla 



100 

LeuAlaGluSerLeuLeufGli 



2do 

LysSerLeuPheAsriThr Fa 



20 



25 



30 



35 



CloGluLys ValLyjrsAspfrtirGli 



GlyAlaLysGlalleValArg 
300 



ArgHisLeuVa^AlaGlu^brC/lyThrAlaGlulyaMetProSer 
ThrSerArgP,roThrAlaProSerSerGluLysGlyGlyAsnTyr 



I 



400 



ProValGlnHisValGlyGlyAsoTyrThrHisIUProLeuSer 

ProArgThrLeuAsnAlaTrpVaiLysLeuValGluGluLysLys 

/ * * • • 

PbeGlVAlaGluValValProGlyPheGlnAlaLeuSerGluGly 

500 / 

CyaThrProTyrAspIleAsnGlnMetLeuAsnCysValGlyAsp 

i - • -• , 

Hia^lnAlaAlaMetGlnllelleAriGluHelleAsnGluGlu 

AyaAlaGluTrpAspValGlnHisProIleProGlyProLeuPro 

I ' • • " • 

flaGlyGlnLeuArgGluProArgGlySerAspZleAlaGlyThr 

70d ..' . ". 

/TbrSerThrValGluCluGlnlleClnTrpHetPheArgProGln 
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AsuProValProValGlyAsnlleTyrAr^ArgTrpIieGTnllt" 

800 

GlyLeuGlnLysCys ValArglle t TyrAfeuProThrAsnl leLeu 



Aspl leLysG lnGlyProLy sGluPrybPheGlnSerTyrValAsp 

900 

ArgPheTyrLysSe rLeuArgAla£luGlnThrAspProAlaVal 



Ly sAsnTrplIe tThrGlnThrLtfuLeuia 1G lnAsnAl aAsnPr o 



AspCysLysLeuVa lLeuLy l^yLeuGlyMe tAsnProThrLeu 
1000 

GluGluMetLeuThrAlaCjfs</lnG lyyalGlyGlyProGlyGla 
• • 

LysAlaArgLeuMe tAlafbl^AlaLefuL^GluVall^VeGlyPro 

l/lOO 

AlaProI leProPheAlaA 1 iAlaGlnG InAr gLy sAlaPheLy s 



CysTrpAsnCy sG ly/LysG l^GlyljlisSerAlaArgGlnCy sArg 

v 1200 

AlaProArgArgGlfnGlyCy sTrpLy sCysGlyLy sProGlyHis 




I lelletThrAsnjSy sProAspArgG InAlaG lyPheLeuG lyLeu 

1300 

GlyProTrpCl&Ly sLysProArg AsnPheProValAlaGln Val 

• / • • • • 

ProGlnGlyyeuThrProThrAlaProProValAspProAlaVal 

/« • • • 

AspLeuLepGluLy sTyrlie tG InG InG lyLy s ArgG InArgGlu 

1400 

GlnArgGAuArgProTyrLy sGluVa IThrGluAspLeuLeuHis 

/ m • • • 

LeuGlujGlnG lyG luThrProTy rArgG luProPr oThrGluAs p 

rsoo 

LeuLefuHisLeuAsnSerLeuPheG lyLy sAspGln 



10 



15 
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31. The nucleic acid oi claim 27, which con- 
tains a nucleotidic sequence codi/ng for at least part of 
the aminoacid sequence indicate/a hereafter : 

ArgLysAlaPheLya 

• - • 

CysTr>AsnCys*GlyLysGri^l"yffrsSTrAlaArgGliiCysArg 

1200 

AlaProArgArgGlnGly^sTrpI^fT^sGlyLysProClyHia 

* *//*/ • 
IlelletTbrAsnCysP^oAs p/LrgGlnAlaG lyPheLeuGlyLeu 

1300 

GlyProTrpClyLyyLysP^oArgAsfnVheProValAlaGlnVal 

* J * J j — * * 
ProGlnGlyLeuIhrProThrAlaProProValAspProAlaVal 

* / I * J * * 

AspLeuLeuG^uLysTy rljietG/nGlnGlyLysArgGlnArgGlu 

1400 

GlnArgGl^ArgProTyrLysGluValThrGluAspLeuLeuHii 



20 



LeuGlufflnGlyGluThrProTyrArgGluProProThrGluAsp 
T500 

LeuWuflisLeuAsnSerLeuPheC lyLy sAs pGln 
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32. The nucleic acid of/ claim 27, which con- 
tains a nucleotidic sequence codiryg for at least part of 
the aminoacid sequence indicated /hereafter : 

HetGlyAlaArgAtnSerValLeuArgGLyLysLysAlaAapGlo 
LeuGluArglleArgLeuArgProGljGljLysLysLysTyrArg 



10 



LeuLysHisIleValTrpAlaAlaA4nI.jsL^ttAspAVgPheGly 



100 



LeuAlaGluSerLeuLeuCluSyerLysCAuClyCysGlnLysIle 



15 



LeuTbrValLeuAspProHe/tValPr6ThrGlySerGluAsnLeo 



WO 



LysSerLeuPheAsnThnValCysValllfeTrp^Qx^nenisAla 



GluGluLysValLysAyspThrGluGl^yAlaLysGlnlleValArg 

100 

ArgHisLeuValAl/aGluThrClyThrAlaGluLysMetProSer 



20 



TbrSerArgPro^brAlaProSerSerGluLysGlyGlyAsaTyr 

400 



33. The nucleic acid of /claim 27, which con- 
tains a nucleotidic sequence codinof for at least part of 
the aminoacid sequence indicated hereafter : 

ProValGlnHi.ValGlyClyAaaTyrTb/HiilleProLeuSer 

• • . ' . / . ... 

.ProArgTbxLeuAsaAlaTrpValLyaleuValCluCluLysLya 

• • / • . 

PbeGlyAlaCluValValProGly^beClnAlaLeuSerGluGly 

500 \ 
CysXhrProTyrAspneAsnC/nlletLeuAsnCysValGlyAsp 

• • I -m « 

HisGlnAlaAlaMetGlnllyelleAroGloIlelleAsnGluClo 
600 

A 1 a A 1 a G 1 u T r p As p Va 1G 1 nH LffTfco I lePr o G 1 y Pr oLe uPr o 

'■"'•"'/•/' | •-• • 
AlaClyGlnLeaArsWuPTdArgGl^SerAspIleAlaClyTlir 



700, 



TbrSerThrValGWiCluGAalleGinTrpHetPhftArgProCla 



A»ixPro7alP.r9ValGlyA.nIleT[yrAr8ArgTrpneGlnIlt 

800 

ClyLeuGln^ysCysValVrsBet/ryrAsaProTbrAsalleLeu 



AspIleLyiciaClyProLy>GiuPToPbeClnSerTyr7alA«p 



900 



ArgPbefyrLysSerLeuArsAlaCluClnThrAspProAlaVal 

■ / *" • • • 

LysArfnTrpHetrbrClnTbrLeuLenValGlaAsnAlaAsnPro 

./• •*• • • • 

AspyCysLysLeaValLenLjsGlyLeuClyMetAsaProTbrLe* 

GIuGluHetLeunrAIaCysGlaGlyValClyGlyProClyCU 

• • " . .» 

.ysAlaArgtenlTetAIaClaAlaLeuLysGluVallleClyPro 

"00 * . . 

AlaProIieProPbeAlaAlaAlaGlaCla " 
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34. The nucleic acid of cflaim 27, which con- 
tains a nucleotidic sequence coding /for at least part of 
the amirioacid sequence indicated h/reafter 
ENVRI 

He t!3e tAcnGlnLeuLcuI leAl alleLeuLeuAl aSerAlaCy* 
LeuValTyrCysThrGlnTyrVa IThrVfe IPheTyrG lyValPro 



10 



15 



20 



ThrTrply sAsnAlaThrl leProL/uPheCysAlaThrArsAsn 
100 



ArgAspThrTrpGlyThrlleGlsfCy^LeuProAspAsnAspAsp 



TyrGlnGluIleThrLeuAsny^lThrGluAlaPheAspAlaTrp 

200 

AsnAsnThrValThrGluGJfnAlall eG luAspVa lTrpHisLeu 



PbeGluTbrSerlleLy/Pr^CysV^llNvsLeuThr^roLeuCys 
ValAlalletLysCystferSeSrTbrtfluSerSerTbrClyAsnAsn 



TbrThrSerLysS^rTbrSc^Tb^ThrThrThrTbrProTbrAsp 

400 

GlnGluClnGlulleSerGluAspTbrProCysAlaArsAlaAsp 




25 



AsnCysSerClyLeuGlyGluGluCluThrlleAsnCvsG inPhe 



30 



AsoIIetTh^felyLeuCluArgAspLysLy sLy sGlnTyrAsnG lu 
500 

ThrTrpT^rSerLysAspValValCjsCIuThrAsnAsnSerThr 



35 



AsnCl^ThrGlDCysTyrlletAsnEisCysAsnThrSerVallle 
600 

TbrGAuSerCysAspLysEisTyrTrpAspAlcIleArgPheArg 



TyryCysAlaProProClyTyrAlaLeuLeuArgCysAsoAapTbr 
- 700 

A^nTyrSerClyPheAlaProAsnCytSerLyaValValAlaSer 
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ThrCysThrArgMetMetGluThrClnTyrSerThrTrpPheGly 



800 



PbeAsnGlyThrArgAlaCluAsnAra>ThrTyrIleTyrTrpHia 



ClyArgAspAsnArgThrllelleSyferLeuAsnLysTyrTyrAaa 

900 

LeuSerLeuHisCysLysArgPrtbGlyAsnLy sThrVa lLysGln 



I lelle tLeuHe tSerGlyHisyValPyeHisSetEisTyrGlnPro 

/ 

/ / / # 

IleAsnLy sArgProArgCyinAl^TrpCysTrpPbeLysGlyLy* 

1000 

TrpLysAspAlaMetGl^GluYalLysThrl^ejuAlaLysHisPro 

• •/ I • / V • s • 

ArgTyrArgGlyThr^snAsp/ThrArgAspIlis^ez^feAlaAla 

1100 

ProGlyLysGlyS^rAspPrcjGluValA/laTyrMetlrpThrAsn 




CysArgGlyGlyfPheLeuTyr^ysA/nlletThrTrpPheLeuAsn 

I2u0 

TrpIleGluysnLysThrHisArgAsnTyrAlaPr oCysEisIl* 

* / • • • ♦ 

LysClnll^IleAsnThrTrpEisLysValClyArgAsnVa lTyr 

1300 

LcuProKroArgGluGlyGluLeuSerCysAsnSerThrT'elThr 

• / • • • » 

Serl lilleAlaAsnlleAspTrpG InAsnAsnAsnG InThrAstt 

/ • • • • 

IleynrPheSerAlaGluValAlaGluLeuTyrArgLeuGluLe* 

Cl*AspTyrLysLeuValCluIleTbrProIleGlyPbeAlaPr# 
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ThrLysGluLysArgTyrSerSerAlaELisGlyArgHisThrArg 

1500 . / 

GlyValPbeValLeuGlyPheLeuGLyPheLeuAlaThrAlaGly* 

• • / • • 

ScrAlaIl€tGlyAlaArsAl£SerlieuThrValSerAlaGlnSer 

16/)0 

ArgThrLeuLeuAlsGlylleV/ ICInG IdC Ir-G laC InLeuLeu 



AspVal ValLjsArgGlnG IzfG luLfrtitTe^ArgLeuThr Va lTrp 

/. *1700 
GlyThrLy sAsnLcuG ln^laA/g Va IThrA 1 a 1 1 eG luLysTyr 

/ * / • * 

LeuGlnAspGlnAlaArlLeu^sr,SerTy^pG lyCysAlaPheArg 

• * / 

GlnValCysHisThrThrVa 



1800 

LP r oT rpjfr a 1 A snXs p S e r Le uA 1 a 



ArgTyrLeuGluAlaAsnl 1 



1900 



ProAspTrpAspAarnKetThrTrpGlfiGluTrpGluLy sGln Val 





s SerLeuGiuGlnAlaG in 



IleGlnGlnCluLysAsnKetTyrG luLeuG InLy sLeuAsnSer 



TrpAspI 10>beG lyAsnTrpPheAspLeuThr SerTrpVa ILys 

2000 

TyrlleG/lnTyrGlyValLeuI Idle ValAlaVa 111 eAlaLeu 



Argllf VallleTyrValVelGlnlie tLeuSerArgLeuArgLya 

2100 

GlyT/yrAr^ProValPheScr SerProProG lyTyrl leGlnGln 



t 
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XleEiflleEisLysAspArsClypinProAlaAsaCluGluThr 

2200 

GluGluAspGlyClySerAsnG^yGlyAspArgTyrTrpProTrp 

• • / • • • 

ProIleAlaTyrlleHisPh/LeuIleArgClnLeuIleArgLeu 

• /• • • 

LeuTtrArgLeuTyrSeryll eCysArgAspLeuLeuScrArgSer 

2300 

PheLeuThrLeuGlnLeuI 1 eTy rG IriAsnLeuAr sAspTrpL^u 



ArgLeuArgThrAllPbcLe/uClDTyrClyCysCluTrpIleGln 



GluAlaPheGlnAlaAlaA/laArgAl/afXrAj^SluThrLeuAlA 



GlyAlaCy sA/gGlyLeul rpArg/a ILeuCluArgll eC lyArg 



ClylleLcdAlaValProAXsA^glleArgGlnClyAlaCluIle 



AlaLeu^eu***GlyThrAlaValSerAlaGlyArgLeuTyrGlti 

2600 

TyrS/rHetGluGlyProSerSerArgLysGlyGluLysPheVal 



* 



* 



10 



15 



20 



25 



30 
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35. The nucleic acid of anyone of claims 28 to 
5f which is formed a recombinant nucleic acid comprising 
a nucleic acid from a vector/ and in which said cDNA or 
part of said cDNA is inserted; 

36. The recombinant nucleic acid of claim 35 
which is labelled. 

37. A process ior the detection of HIV-2 re- 
trovirus or of its RNA in/a biological liquid or tissue, 
particularly for the An vitro diagnosis in man of the 
potentiality or existence of LAS or of AIDS, which com- 
prises contacting nufcleic acids contained in said bio- 
logical liquid or tissue wi^ha\ probe containing a nu- 
cleic acid accordinyg to anyone o>f claims 28 to 36 under 
stringent hybridization Conditions for the time neces- 
sary for said hybridization to occur, washing the hybri- 
de formed with a' solution ensuitng the preservation of 
said stringent yfconditijbns , 
formed. / 



detecting 7 the hybride 



or permanent ^4ll lines ^er 
and carrying y the T4 pheno 



35 



38. ji process for the p^odw^tion of HIV-2 re- 
trovirus which comprise^ cultfuring human T4 lymphocytes 

fed from said T4 lymphocytes 
jine lh pnenorype, which lymphocytes or cell 
lines had previously been infected with an isolate of 
HIV-2 virurf and, particularly when the level of reverse 
transcriptase activity has reached a determined thre- 
shold, recovering and purifying the amounts of virus 
released /in the culture medium of said lymphocytes or 
celrl lirfes, particularly by differential centrif ugation 
in a gradient of sucrose or metrizamide. 

39. A process for the production of specific 
antigen of HIV-2 retrovirus which comprises lysing, par- 
ticularly by means of detergent such as SDS (for instan- 
ce 071 \ SDS in a RIPA buffer) and recovering the lysate 
containing said antigens ; 

40, Process for the production of one of the 



100 



10 



15 



above defined proteins <p12, A16 or p26) or of a protein 
leaving the structure of gp/40 or of determined parts of 
said proteins, which prc/cess comprises inserting the 
corresponding nucleic acad sequence in a vector capable 
of transforming an appropriate host, enabling the expres- 
sion of an insert coritaini^ir^ said vector, transfor- 
ming said host by safid vefctor which comprises the said 
nucleotidic sequence, cfclturina the transformed cell 
lines host, recovering/ and purifying the expressed 
protein . 

41. Process ffor the /production of a hybridiza- 
tion probe for /the det/ectionf of the RNA of HIV-2 retro- 
virus which /omprisei a BNA sequence, particularly ac- 
cording to arfyone of c\a^ms 27 to 35, in a cloning vec- 
tor by in /yjtrp recombination, cloning the modified 
vector obtained in a competent cellular host, and reco- 
vering the/DNA-recombinants obtained. 




